Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.008 Å; R factor = 0.032; wR factor = 0.094; data-to-parameter ratio = 19.1.
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Experimental
Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL .
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: QM2053).
Figure 1
The molecular structure of the title compound, showing the atom labelling scheme. The displacement ellipsoids are drawn at the 30% probability level. The intramolecular hydrogen bond is indicated by a dashed line. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-[(4-Bromophenylimino)methyl]-4,6-diiodophenol
R int = 0.022 θ max = 27.0°, θ min = 1.8°h = −10→10 k = −10→11 l = −14→14 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq I1 0.87298 (7) 0.30448 (5 (2) Geometric parameters (Å, º) I1-C3 2.093 (5) C5-C6 1.369 (7) Br1-C11 1.907 (5) C6-H6 0.9300 I2-C5 2.101 (5) C7-H7 0.9300 N1-C7 1.273 (6) C8-C9 1.382 (7) N1-C8 1.427 (6) C8-C13 1.382 (7) O1-C2 1.340 (6) C9-C10 1.382 (7) O1-H1 0.8200 C9-H9 0.9300 C1-C6 1.401 (7) C10-C11 1.360 (8) C1-C2 1.406 (7) C10-H10 0.9300 C1-C7 1.460 (6) C11-C12 1.373 (7) C2-C3 1.394 (6) C12-C13 1.385 (7) C3-C4 1.382 (7) C12-H12 0.9300 C4-C5 1.387 (7) C13-H13 0.9300 C4-H4 0.9300
